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Fl uorescence in situ hybridization (FISH) analysis for

Mol ecular). Cells were evaluated fromregions of tunor
revi ew of a matchi ng hematoxylin and eosin stained section.

appropriately.

Based on the preclinical validation of this assay,
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M D. Controls perforned as expected.

MET gene anplification was
performed on a section froma paraffin-enmbedded tissue block using differentially |abeled
fluorescent probes targeting the MET gene and the chronosone 7 centromere (CEP 7) (Abbott
identified on histopathol ogic
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MET gene anplification is defined as
either a MET/CEP7 ratio of 2.0 or greater or an average MET gene copy nunber per cel
6.0 or greater. MET gene anplification is observed in a variety of tunor types,
non-small cell lung carcinoma. High-1leve
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5. See Qu et al. 2011) is considered an energing biomarker for therapy with crizotinib in

non-snall cell lung carcinoma by the Nationa
Clinical Practice Guidelines in Oncol ogy for

Cel |

Conpr ehensi ve Cancer
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MET anplification nmay al so be acquired as a therapy resistance alteration
anti - EGFR tyrosine kinase inhibition
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